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In the title molecule, C 14 H 10 N 6 O, the planes of the methylfurazan fragment and the phenyl ring attached to the triazolopyrimidine bicycle are twisted from the mean plane of the bicycle at angles of 45.92 (5) and 5.45 (4) , respectively. In the crystal,interactions, indicated by short distances [in the range 3.456 (3)-3.591 (3) Å ] between the centroids of the five-and six-membered rings of neighbouring molecules, link the molecules into stacks propagating along the c-axis direction.
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Comment
Dimethylaminopropenones have been widely employed as key building blocks in the synthesis of functionalized alkenes, aromatics and heterocycles, especially 1,2,4-triazolopyrimidines with potential medicinal application (Kulinich & Ischenko, 2009; Stanovnik & Svete, 2004) . 1,2,4-Triazolopyrimidines can be obtained readily from the cyclo- In the present study we found that cyclocondensation of 3-(dimethylamino)-1-(4-methylfurazan-3-yl)prop-2-en-1-one (1a) with 3-amino-5-phenyl-1,2,4-triazole (2a) in acetic acid resulted in formation of 3-methyl-4-(2phenyl-[1,2,4]triazolo[1,5-a]pyrimidin-7-yl)-furazan (3a), i.e. regioisomer of type B (Figure 2 ).
According to X-ray data, nearly planar [1,2,4]triazolo[1,5-a]pyrimidine core form interplanar angle of 5.45 (4)° with the phenyl substituent. Methyl substituted furazan ring is rotated out of the triazolopyrimidine plane (torsional angle N3-C5 -C12-C13 is equal to -136.53 (10)°) due to sterical repulsion between the methyl group and the triazolopyrimidine bicycle ( Figure 3 ). In accordance with our earlier study on furazan derivatives (Sheremetev et al., 2004 (Sheremetev et al., , 2006 (Sheremetev et al., , 2012 (Sheremetev et al., , 2013 Suponitsky et al., 2009a Suponitsky et al., , 2009b ) the O1-N6 and O1-N5 bond lengths of 1.3929 (12) and 1.3742 (12) Å, respectively, are normal. Bond lengths distribution in triazolopyrimidine core is similar to previously studied triazolopyrimidine derivatives (Lipkind et al., 2011; Shikhaliev et al., 2008; Lokaj et al., 2006; Allen, 2002; Allen et al., 1987) .
In the crystal structure, along the crystallographic direction c, molecules form columns in which they are related by the center of symmetry and connected by alternating π-π stacking interactions ( Figure 4 ). The stronger stacking interactions (interplanar distance is 3.306 (3) Å, the shortest contacts are C3···C6 i 3.3387 (13) Å; C1···C2 i 3.3580 (13) Å) connects molecules into dimers which are linked together by weaker stacking interactions (interplanar distance is 3.412 (3) Å, the shortest contacts are C5···C8 ii 3.3858 (14) Å; C1···C1 ii 3.370 (2) Å). Symmetry codes: (i) -x + 2, -y, -z; (ii) -x + 2, -y, -z + 1. Intercentroid distances are given in the Table 1 .
Experimental
The crystals of the title compound suitable for X-ray analysis were grown by slow evaporation of tetraclormethane solution of the title compound. All the reagents were of analytical grade, purchased from commercial sources, and used as received. Infrared spectra were determined in KBr pellets on a Perkin-Elmer Model 577 spectrometer. Mass-spectra were recorded on a Varian MAT-311 A instrument. The 1 H and 13 C NMR spectra were recorded at 300.13 and 75.47 MHz, respectively. The chemical shift values (δ, p.p.m.) are expressed relative to the chemical shift of the solvent-d. Melting points were determined on Gallenkamp melting point apparatus and are uncorrected.
3-(Dimethylamino)-1-(4-methylfurazan-3-yl)prop-2-en-1-one (1a). A mixture of 2-acetyl-3-methylfurazan (35 g, 0.277 mol) and dimethylformamide dimethylacetal (35 g, 0.294 mol) was refluxed in o-xylene (150 ml) for 3 h. The reaction mixture was then cooled and diluted with petroleum ether. The solid formed was collected by filtration and crystallized from ethanol. Yield 50.1 g (71%), mp 91-92 °C. IR (KBr), ν, cm -1 : 1649, 1580, 1551, 1493, 1465, 1422, 1394, 1353, 1271, 1124, 1066, 1032, 1010, 981, 904, 882, 793, 776, 759. 1 Found: C, 53.09; H, 6.07; N, 23.08. -[1,2 ,4]triazolo[1,5-a]pyrimidin-7-yl)-furazan (3a). A mixture of compound 1a (0.36 g, 2 mmol), 3-amino-5-phenyl-1,2,4-triazole 2a (0.32 g, 2 mmol) and acetic acid (5 ml) was refluxed for 8 h. After cooling the product separated was collected by filtration and recrystallized from MeCN. Yield 0.36 g (65%), mp 209-210°C. IR (KBr), ν, cm -1 : 1619, 1578, 1544, 1513, 1453, 1441, 1408, 1350, 1327, 1285, 1263, 1205, 1130, 1071, 964, 904, 844, 822, 773; 1 111.5, 127.5, 128.7, 129.5, 131.08, 134.5, 147.3, 151.2, 153.8, 156.4, 166.5 
3-Methyl-4-(2-phenyl

Refinement
All H atoms were geometrically positioned (C-H 095-0.98 Å), and refined as riding, with U iso (H) = 1.2-1.5 U eq (C).
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) , publCIF (Westrip, 2010) and PLATON (Spek, 2009 -4-(2-phenyl-1,2,4-triazolo[1,5-a] Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
3-Methyl
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.56608 (7) 0.23558 (5 (13) 
